Structural Bioinformatics
Assignment 11
The purpose of this assignment is to familiarize you with drug design tools.  Specifically, you will use Dock blaster Blaster to find new ligands for a PDB structure of your choice.
1)  Find a protein-ligand complex in the PDB.
2)  Browse to http://blaster.docking.org/ and click on “DOCK” ( “START WITH A PDB CODE”.  
3) Enter the PDB code, (optionally the name of the ligand), and your email to virtually screen the ZINC database for a ligand with higher affinity.

4) Send me the PDB ID you chose, and one (or more) ZINC database IDs found by Dock Blaster.
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