Structural Bioinformatics
Assignment 5
The purpose of this assignment is to familiarize you with DSSP (or STRIDE).  Specifically, you will use the program to calculate solvent accessible surface of proteins.

1. Download a complex between two proteins (i.e. 1L4W) from the PDB.

2. Browse to a DSSP web server http://mrs.cmbi.ru.nl/hsspsoap/ 
3. Using DSSP, calculate the total solvent accessible surface of the complex (SASA+B), and that of each of the unbound proteins on their own (SASA, SASB). Don’t forget the units for each of the surfaces.

 (Please USE EXCEL to sum the solvent accessible surface of all amino acids.  First, paste the results from the DSSP window into Excel, and then select “data”->”text to column”, select the radio button “delimited” and press “next”, click on “space” under delimiters and press “finish”.  Now, column “H” of the Excel window should contain the solvent accessible surface of each amino acid.  Sum this column to get total solvent accessible surface.).  
4. Calculate the change of solvent accessible surface between the complex and the unbound proteins, SASA+B – (SASA + SASB).  This surface becomes buried upon complex formation.

5. How is the change of solvent accessible surface correlated with the dissociation constant (KD.) of a complex.  Specifically, If the buried surface increases, does KD increase or decrease?
